
SEQUENCE LISTING ^ 2 9 TSSB 



t 




<110> SnutchTrerry P. Jgr 
Bail lie, David L. 

<12 0> NOVEL MAMMALIAN CALCIUM CHANNELS AND RELATED PROBES, 
CELL LINES AND METHODS 

<130> NMED.P-001-US 

<140> 09/030,482 
<141> 1998-02-25 

<150> 60/039,204 

<151> 1997-02-28 ^ 
<160> 20 

<170> Patentln Ver. 2.0 

<210> 1 
<211> 24 
<212> DNA 
<213> rat 

<220> 

<223> oligonucleotide probe for locating calcium channel 
genes 

<400> 1 

gtcaaaactc aggccttcta ctgg 

<210> 2 
<211> 24 
<212> DNA 
<213> rat 

<220> 

<223> oligonucleotide probe for locating calcium channel 
genes 

<400> 2 

aacgtgttct tggctatcgc ggtg 

<210> 3 
<211> 24 
<212> DNA 
<213> rat 
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<220> 

<223> oligonucleotide probe for locating calcium channel 
genes 

<400> 3 

gtgaaagcac agagcttcta ctgg 24 

<210> 4 
<211> 24 
<212> DNA 
<213> rat 

<220> 

<223> oligonucleotide probe for locating calcium channel 
genes 

<400> 4 

aacgttttct tggccattgc tgtg 24 

<210> 5 
<211> 24 
<212> DNA 
<213> rat 

<220> 

<223> oligonucleotide probe for locating calcium channel 
genes 

<400> 5 

gttaaatcca acgtcttcta ctgg 24 

<210> 6 
<211> 24 
<212> DNA 
<213> rat 

<220> 

<223> oligonucleotide probe for locating calcium channel 
genes 

<400> 6 

aatgtgttct tggccattgc ggtg 24 

<210> 7 
<211> 24 
<212> DNA 
<213> rat 
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<220> 

<223> oligonucleotide probe for 
genes 

<400> 7 

gtgaagtctg tcacgtttta ctgg 

<210> 8 
<211> 24 
<212> DNA 
<213> rat 

<220> 

<223> oligonucleotide probe for 
genes 

<400> 8 

aagctcttct tggccattgc tgta 

<210> 9 
<211> 24 
<212> DNA 
<213> rat 

<220> 

<223> oligonucleotide probe for 
genes 

<400> 9 

gtcaagtcgc aagtgttcta ctgg 

<210> 10 
<211> 24 
<212> DNA 
<213> rat 

<220> 

<223> oligonucleotide probe for 
genes 

<400> 10 

aatgtattct tggctatcgc tgtg 

<210> 11 
<211> 21 
<212> DNA 
<213> rat 



locating calcium channel 
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<220> 

<223> oligonucleotide probe for locating calcium channel 
genes 

<400> 11 

atctaygcyr tsatyggsat g .21 

<210> 12 
<211> 20 
<212> DNA 
<213> rat 

<220> 

<223> oligonucleotide probe for locating calcium channel 
genes 

<400> 12 

atggacaayt tygastaytc 20 

<210> 13 
<211> 168 
<212> DNA 
<213> HUMAN 

<220> 

<223> expressed sequence tag H55225 
<400> 13 

gtgatcactc tggaaggctg ggtggagatc atgtactacg tgatggatgc tcactccttc 60 
tacaacttca tctacttcat cctgcttatc atacccctct tgccttgcac cccatatggt 120 
cttcccagag tgagctcatc cacctcgtca tgcctgactc gacgttca 168 

<210> 14 
<211> 98 
<212> DNA 
<213> HUMAN 

<220> 

<223> expressed sequence tag H55617 
<400> 14 

gatggtcgag tactccctgg accttcagaa catcaacctg tcagccatcc gcaccgtgcg 60 
cgtcctgagg cccctcaaag ccatcaaccg cgtgccca 98 

<210> 15 
<211> 94 
<212> DNA 
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<213> HUMAN 
<220> 

<223> expressed sequence tag H55223 
<400> 15 

catgctggtg atcctgctga actgcgtgac acttggcatg taccagccgt gcgacgacat 60 
ggactgcctg tccgaccgct gcaagatcct gcag 94 

<210> 16 
<211> 123 
<212> DNA 
<213> HUMAN 

<220> 

<223> expressed sequence tag H55544 
<400> 16 

gtatctctgg ttactttagt - agccaacact cttggctact cagaccttgg tcccattaaa 60 
tccctgcgaa ccttgagagc actaagacct ctaagagctt tgtctagatt tgaaggaatg 120 
agg 123 

<210> 17 
<211> 343 
<212> DNA 
<213> HUMAN 

<220> 

<223> expressed sequence tag f07776 
<220> 

<221> unsure 
<222> (68) 

<220> 

<221> unsure 
<222> (185) 

<220> 

<221> unsure 
<222> (217) 

<220> 

<221> unsure 
<222> (278) 

<220> 

<221> unsure 
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<222> <280) 
<400> 17 

ttctctccat tgtaggaatg tttctggctg aactgataga aaagtatttt gtgtgcccta 60 

ccctgttncg agtgatccgt cttgccagga ttggccgaat cctacgtctg atcaaaggag 120 

caaaggggat ccgcacgctg ctctttgctt tgatgatgtc ccttcctgcg ttgtttaaca 180 

tcggnctcct tcttttcctg gtcatgttca tctacgncat ctttgggatg tccaattttg 240 

cctatgttaa gagggaagtt gggatcgatg acatgttnan ctttgagacc tttggcaaca 300 

gcatgatctg cctgttccaa attacaacct ctgctggctg gga 343 

<210> 18 
<211> 5562 
<212> DNA 
<213> HUMAN 

<220> 

<223> human alpha-I partial sequence from BAC bK206c7 
<400> 18 

atgtttttcg tctcagccaa tccctgggtg agtttcacca gttttgattt aaacgtggcc 60 
aatatggaca acttcttcgc ccccgttttc accatgggca aatattatac gcaaggcgac 120 
aaggtgctga tgccgctggc gattcaggct ctgaaacagc tgatgttcaa attggtggcc 180 
actgttgctc gaacacatgc tacaccgtca cacatcacgg gtggtcctgg aacagggatg 240 
cacacgggca ccttccagga aggagctgag cctggttcat ctcagcaccc tgaggcacag 300 
gccacgtata cagcagggtg caccccagcc cccacgggcg atcccacctg ctgctttgtc 3 60 
cttgacttgg tgtgcacgtg gtttgaatgt gtcagcatgc tggtgatcct gctgaactgc 420 
gtgacacttg gcatgtacca gccgtgcgac gacatggact gcctgtccga ccgctgcaag 480 
atcctgcagg tctttgatga cttcatcttt atcttctttg ccatggagat ggtgctcaag 540 
atggtggccc tggggatttt tggcaagaag tgctacctcg gggacacatg gaaccgcctg 600 
gatttcttca tcgtcatggc aggcaacatc aacctgtcag ccatccgcac cgtgcgcgtc 660 
ctgaggcccc tcaaagccat caaccgcgtg cccagtatgc ggatcctggt gaacctgctc 72 0 
ctggacacac tgcccatgct ggggaatgtc ctgctgctct gcttctttgt cttcttcatc 780 
tttggcatca taggtgtgca gctctgggcg ggcctgctgc gtaaccgctg cttcctggag 840 
gagaacttca ccatacaagg ggatgtggcc ttgcccccat actaccagcc ggaggaggat 900 
gatgagatgc ccttcatctg ctccctgtcg ggcgacaatg ggataatggg ctgccatgag 960 
atccccccgc tcaaggagca gggccgtgag tgctgcctgt ccaaggacga cgtctacgac 1020 
tttggggcgg ggcgccagga cctcaatgcc agcggcctct gtgtcaactg gaaccgttac 1080 
tacaatgtgt gccgcacggg cagcgccaac ccccacaagg gtgccatcaa ctttgacaac 1140 
atcggttatg cttggattgt catcttccag gtgatcactc tggaaggctg ggtggagatc 1200 
atgtactacg tgatggatgc tcactccttc tacaacttca tctacttcat cctgcttatc 1260 
ataagtgagc tcatccacct cgtcatgcct gactgcagct tcagcacagc acagtcccca 1320 
aaatgtcaag gtgattcact cccaggagtc gctgctgaat ccctgctgct gcgagactct 1380 
agctcctcag tcatcactga tgaggctgca gccatggaga acctcctggc gggcacctcc 1440 
aagggggatg aaagctatct gctcaggctg gccggcagcc aagttcactc ccaggctcag 1500 
caaatgctgg ggagggggct gggccctgaa agcctggaaa ctggagagga gccccactcg 1560 
tggagccctc gggccacaag gagatgggat ccccaatgcc aaccagggca gcctctcccc 1620 
cttcatttca tgcaagcaca ggtgggctcc ttcttcatga tcaacctgtg cctcgttgtc 1680 
atagcgaccc agttctcgga gaccaagcaa cgggagcacc ggctgatgct ggagcagcgg 1740 
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cagcgcfcacc tgtcctccag cacggtggcc 
gagatcttcc agtatgtctg ccacatcctg 
taccaggccc tgcagagccg gcgccaggcc 
cctgggcccc acgccaagga gccccggcac 
gggaggcaag cagaagaatg cacgctcaga 
catccaggcg tgggctcgga ggaggcccca 
gcgacgcccc acaccctggt gcagcccatc 
tgcccttgct gccagcatga ggacggccgg 
ggccaggagg gctcgggctc cgggagctcc 
ggggcccgga gcagcgagga cggagcctcc 
gagcaggcgg atggggcggt ctggctgtgc 
ctgcgcggca tcgtggacag caagtacttc 
aacaccgtca gcatgggcat cgagcaccac 
gcctgcggga gaggacaaaa tccagacctt 
cacaacgtcc cttcaccagg ccagggtgtc 
gccccatggc gcatggagac aggaaagcag 
cgaagcagtg acatgtttgc cctggagatg 
gactacctgc gtaaccccta caacatcttc 
gagatcgtgg ggcaggcgga cggtgggctg 
gtgctgaaac tggtgcgctt catgcctgcc 
accatggaca acgtggccac cttctgcatg 
atccttggga tgcatatttt tggctgcaag 
gtgcccgaca ggaagaactt cgactccctg 
ctcacccagg aggactggaa cgtcgttctc 
gcctccctct actttgtcgc cctcatgacc 
gtggccatcc tggtggaggg cttccaggcg 
cccccacagg gcctgcgaaa gactgggcga 
caattcaaac ttctagcagg caacctatcc 
gacgccaatc gctcctactc ggacgaggac 
aagctccagg aaggcctgga cagcagcgga 
cccaatgggc acctggaccc cagtctccca 
gcgggacctg ccccccgact ctcactgcag 
cgaaagagca gcgtcatgtc tctagggagg 
ggtcttagag ccacagcggg ggtgcaggct 
gtgtgcctgt ggggcgctga cccgaacggg 
tactacgggc catggggccg cagcgcggcc 
ctcaagcaca agccgccgtc ggcggagcat 
ggcgcccggg tctgcgaggt tgccgcggac 
accccacacg cccaccacgt tcatcacggg 
cgccggacgc tgtccctcga caacagggac 
gtgggcgccc acccccgggc cgcctggagg 
tgcaatggca ggatgcccag catcgccaaa 
gatcgcgggg aggatgagga ggaaatcgac 
ctgaccctgt gcttccgcgt ccgcaagatg 
gtccgcgaag actggtctgt ctacctcttc 
tgggtaagcc tcgagtgcca gggaaaggtg 
aggaggcagc gccagaccat tattgcccac 
atctttctca actgcatcac catcgccctg 



agctacgccg agcctggcga ctgctacgag 1800 
cgcaaggcca agcgccgcgc cctgggcctc 1860 
ctgggcccgg aggccccggc ccccgccaaa 1920 
taccctctca cagtctggga atcgattctt 1980 
gctgccgccc acccgtcctc gggtgccagc 2040 
gagctgtgcc cgcaacatag ccccctggat 2100 
cccgccacgc tggcttccga tcccgccagc 2160 
cggccctcgg gcctgggcag caccgactcg 2220 
gctggtggcg aggacgaggc ggatggggac 2280 
tcagaactgg ggaaggagga ggaggaggag 2340 
ggggatgtgt ggcgggagac gcgagccaag 2400 
aaccggggca tcatgatggc catcctggtc 2460 
gagcaggcca gtgcagcgca gccgggccgg 2520 
tgcatgaccc tcaaggcccc ttgtctctgt 2580 
ctgtcccatc cagtgactcc accccataca 2640 
ggacacggat gtgaagaagg accaggacaa 2700 
atcctgaagc tggctgcatt tgggctcttc 2760 
gacagcatca ttgtcatcat cagcatctgg 2820 
tcggtgctgc ggaccttccg gctgctgcgc 2880 
ctgcggcgcc agctcgtggt gctcatgaag 2940 
ctgctcatgc tcttcatctt catcttcagc 3000 
ttcagcctcc gcacggacac tggagacacg 3 060 
ctgtgggcca tcgtcactgt gttccagatc 3120 
tacaatggca tggcctccac . ttctccctgg 3180 
ttcggcaact atgtgctctt caacctgctg 3240 
gaggtgactg tggtcttggc agaggaagca 3300 
gggagaggtg gcctggatgg gggagggctg 3360 
ctaaaggagg gggttgctga tgaggtgggt 3420 
cagagctcat ccaacataga agagtttgat 3480 
gatcccaagc tctgcccaat ccccatgacc 3540 
ctgggtgggc acctaggtcc tgctggggct 3 600 
ccggacccca tgctggtggc cctgggctcc 3660 
atgagctatg accagcgctc cctggtgggt 3720 
gcctttgggc acctggtgcc ccagccgtgg 3780 
aactccttcc agtccagctc ccggagctcc 3840 
tgggccagcc gtcgctccag ctggaacagc 3900 
gagtccctgc tctctgcgga gcgcggcggc 3960 
gaggggccgc cgcgggccgc acccctgcac 4020 
ccccatctgg cgcaccgcca ccgccaccac 4080 
tcggtggacc tggccgagct ggtgcccgcg 4140 
gcggcaggcc cggcccccgg gcatgaggac 4200 
gacgtcttca ccaagatggg cgaccgcggg 42 60 
tacgtgagtg ggggcggggc cgaaggggac 4320 
atcgacgtct ataagcccga ctggtgcgag 4380 
tctcccgaga acaggctcag ggatctgggc 4440 
ggtgacctcg tggtgtgggt gtatggtcag 4500 
aaactcttcg actacgtcgt cctggccttc 4560 
gagcggcctc agatcgaggc cggcagcacc 4620 
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gaacgcatct ttctcaccgt gtccaactac atcttcacgg ccatcttcgt gggcgagatg 4680 

acattgaagg tagtctcgct gggcctgtac ttcggcgagc aggcgtacct acgcagcagc 4740 

tggaacgtgc tggatggctt tcttgtcttc gtgtccatca tcgacatcgt ggtgtccctg 4800 

gcctcagccg ggggagccaa gatcttgggg gtcctccgag tcttgcggct cctgcgcacc 4860 

ctacgccccc tgcgtgtcat cagccgggcg ccgggcctga agctggtggt ggagacactc 4920 

atctcctccc tcaagcccat cggcaacatc gtgctcatct gctgtgcctt cttcatcatc 4980 

tttggcatcc tgggagtgca gctcttcaag ggcaagttct accactgtct gggcgtggac 5040 

acccgcaaca tcaccaaccg ctcggactgc atggccgcca actaccgctg ggtccatcac 5100 

aaatacaact tcgacaacct gggccaggct ctgatgtccc tctttgtcct ggcatccaag 5160 

gatggttggg tgaacatcat gtacaatgga ctggatgctg ttgctgtgga ccagcagcct 5220 

gtgaccaacc acaacccctg gatgctgctg tacttcatct ccttcctgct catcgtcagc 5280 

ttctttgtgc tcaacatgtt tgtgggtgtc gtggtggaga acttccacaa gtgccggcag 5340 

caccaggagg ctgaagaggc acggcggcgt gaggagaagc ggctgcggcg cctggagaag 5400 

aagcgccgga aggcccagcg gctgccctac tatgccacct attgtcacac ccggctgctc 5460 

atccactcca tgtgcaccag ccactacctg gacatcttca tcaccttcat catctgcctc 5520 

aacgtggtca ccatgtccct ggagcactac aatcagccca eg 5562 



<210> 19 
<211> 567 
<212> DNA 
<213> HUMAN 



<220> 

<223> human alpha-I partial sequence 



<400> 19 

atgeggatec . tggtgaacct gctcctggac acactgccca tgctggggaa tgtcctgctg 60 
ctctgcttct ttgtcttctt cacctttggc atcataggtg tgcagctctg ggcgggcctg 12 0 
ctgcgtaacc gctgcttcct ggaggagaac ttcaccatac aaggggatgt ggccttgccc 180 
ccatactacc ageeggagga ggatgatgag atgcccttca tctgctccct gtegggegae 240 
aatgggataa tgggctgeca tgagatcccc ccgctcaagg ageagggecg tgagtgctgc 300 
ctgtccaagg aegaegtcta cgactttggg gcggggcgcc aggacctcaa tgccagcggc 3 60 
ctctgtgtca actggaaccg ttactacaat gtgtgccgca cgggcagcgc caacccccac 42 0 
aagggtgcca tcagctttga caacateggt tatgcttgga ttgtcatctt ccaggtgatc 480 
actctggaag gctgggtggc gatcatgtac tacgtgatgg atgctctctc cttctacaac 540 
ttegtctact tcatcctgct tatcata 567 



<210> 20 
<211> 567 
<212> DNA 
<213> rat 



<220> 

<223> rat alpha-I partial sequence 



<400> 20 

atgeggatec tggtgaacct gctgctcgac acgctgccca tgctggggaa cgtgctcctg 60 
ctctgtttct tegtcttett catcttcggc atcattggcg tgcagctctg ggcaggcctg 120 
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ctacgg&acc gctgcttcct 
ccttattacc aaccagagga 
aatggcatca tgggctgcca 
ctgtccaaag atgatgtgta 
ctgtgcgtca actggaaccg 
aagggcgcca tcaactttga 
actctggaag gctgggtgga 
t tea tc tact tcatcctgct 



ggaagaaaac ttcaccatac 
ggatgacgag atgeccttta 
cgagatcccc ccactgaagg 
tgacttcggg gcggggcgcc 
ctactacaac gtctgccgca 
caacattggc tatgcctgga 
gatcatgtac tatgtgatgg 
tatcata 



aaggggatgt ggccctgccc 180 
tctgctccct gactggggac 240 
ageagggecg ggaatgctgc 300 
aggacctcaa cgccagcggt 360 
cgggcaacgc caaccctcac 420 
ttgtgatttt ccaggtgatc 480 
acgcacattc tttctacaac 540 

567 
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